Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.003 Å; R factor = 0.048; wR factor = 0.130; data-to-parameter ratio = 15.2.
. The pyrazole ring is connected to a phenyl ring and the two are twisted by 42.7 (1) . Finally, the pyrazolone ring is connected to a benzene ring and the two are twisted by 19.5 (1) . The N-H and -NH 2 portions and the solvent water molecules are engaged in N-HÁ Á ÁN, N-HÁ Á ÁO and O-HÁ Á ÁO hydrogen-bonding interactions to generate a three-dimensional network. Table 1 Hydrogen-bond geometry (Å , ). Data collection: CrysAlis PRO (Agilent, 2010 ); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: X-SEED (Barbour, 2001) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
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